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SEQUENCE LISTING 



<110> 



Merck & Co. , Inc. 



<120> 



DNA MOLECULES ENCODING HG51, A 

G PROTEIN -COUPLED RECEPTOR 



<130> 



20351 PCT 



<150> 60/109,717 
<151> 1998-11-24 

<160> 15 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 1537 
<212> DNA 

<213> Homo sapien (human) 
<400> 1 

ggggccacgg ggggtgcgcc ggcgcgcggt agcgcgggcc cctcagtgca caatggccag 
agcaggcggc ggagccccag ccccacccag tgcggagcgc gccgcgagcc ccgccgcaag 
ctgagcgcct ccgcccgcca ggcgcgccgg cgccgggcca tgtactcggg gaaccgcagc 
ggcggccacg gctactggga cggcggcggg gccgcgggcg ctgaggggcc ggcgccggcg 
gggacactga gccccgcgcc cctcttcagc cccggcacct acgagcgcct ggcgctgctg 
ctgggctcca ttgggctgct gggcgtcggc aacaacctgc tggtgctcgt cctctactac 
aagttccagc ggctccgcac tcccactcac ctcctcctgg tcaacatcag cctcagcgac 
ctgctggtgt ccctcttcgg ggtcaccttt accttcgtgt cctgcctgag gaacggctgg 
gtgtgggaca ccgtgggctg cgtgtgggac gggtttagcg gcagcctctt cgggattgtt 
tccattgcca ccctaaccgt gctggcctat gaacgttaca ttcgcgtggt ccatgccaga 
gtgatcaatt tttcctgggc ctggagggcc attacctaca tctggctcta ctcactggcg 
tgggcaggag cacctctcct gggatggaac aggtacatcc tggacgtaca cggactaggc 
tgcactgtgg actggaaatc caaggatgcc aacgattcct cctttgtgct tttcttattt 
cttggctgcc tggtggtgcc cctgggtgtc atagcccatt gctatggcca tattctatat 
tccattcgaa tgcttcgttg tgtggaagat cttcagacaa ttcaagtgat caagatttta 
aaatatgaaa agaaactggc caaaatgtgc tttttaatga tattcacctt cctggtctgt 
tggatgcctt atatcgtgat ctgcttcttg gtggttaatg gtcatggtca cctggtcact 
ccaacaatat ctattgtttc gtacctcttt gctaaatcga acactgtata caatccagtg 
atttatgtct tcatgatcag aaagtttcga agatcccttt tgcagcttct gtgcctccga 
ctgctgaggt gccagaggcc tgctaaagac ctaccagcag ctggaagtga aatgcagatc 
agacccattg tgatgtcaca gaaagatggg gacaggccaa agaaaaaagt gactttcaac 
tcttcttcca tcatttttat catcaccagt gatgaatcac tgtcagttga cgacagcgac 
aaaaccaatg ggtccaaagt tgatgtaatc caagttcgtc ctttgtagga atgaagaatg 
gcaacgaaag atggggcctt aaattggatg ccacttttgg actttcatca taagaagtgt 
ctggaatacc cgttctatgt aatatcaaca gaaccttgtg gtccagcagg aaatccgaat 
tgcccatatg ctcttgggcc tcaggaagag gttgaac 

<210> 2 
<211> 402 
<212> PRT 

<213> Homo sapien (human) 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1537 
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<400> 2 



Met 


Tyr 


Ser Gly 


Asn 


Arg 


Ser 


Gly 


Gly 


His 


Gly 


Tyr 


Trp 


Asp 


Gly 


Gly 


1 








5 










10 










15 




Gly 


Ala 


Ala 


Gly 


Ala 


Glu 


Gly 


Pro 


Ala 


Pro 


Ala 


Gly 


Thr 


Leu 


Ser 


Pro 








20 










25 










30 






Ala 


Pro 


Leu 


Phe 


Ser 


Pro 


Gly 


Thr 


Tyr 


Glu 


Arg 


Leu 


Ala 


Leu 


Leu 


Leu 






35 










40 










45 








Gly 


Ser 


He 


Gly 


Leu 


Leu 


Gly 


Val 


Gly 


Asn 


Asn 


Leu 


Leu 


Val 


Leu 


Val 




50 










55 










60 










Leu 


Tyr 


Tyr 


Lys 


Phe 


Gin 


Arg 


Leu 


Arg 


Thr 


Pro 


Thr 


His 


Leu 


Leu 


Leu 


65 










70 










75 










80 


Val 


Asn 


He 


Ser 


Leu 


Ser 


Asp 


Leu 


Leu 


Val 


Ser 


Leu 


Phe 


Gly 


Val 


Thr 










85 










90 










95 




Phe 


Thr 


Phe 


Val 


Ser 


Cys 


Leu 


Arg 


Asn 


Gly 


Trp 


Val 


Trp 


Asp 


Thr 


Val 








100 










105 










110 






Gly 


Cys 


Val 


Trp 


Asp 


Gly 


Phe 


Ser 


Gly 


Ser 


Leu 


Phe 


Gly 


He 


Val 


Ser 






115 










120 










125 








lie 


Ala 


Thr 


Leu 


Thr 


Val 


Leu 


Ala 


Tyr 


Glu 


Arg 


Tyr 


He 


Arg 


Val 


Val 




130 










135 










140 










His 


Ala 


Arg 


Val 


He 


Asn 


Phe 


Ser 


Trp 


Ala 


Trp 


Arg 


Ala 


He 


Thr 


Tyr 


145 










150 










155 










160 


He 


Trp 


Leu 


Tyr 


Ser 


Leu 


Ala 


Trp 


Ala 


Gly 


Ala 


Pro 


Leu 


Leu 


Gly 


Trp 










165 










170 










175 




Asn 


Arg 


Tyr 


He 


Leu 


Asp 


Val 


His 


Gly 


Leu 


Gly 


Cys 


Thr 


Val 


Asp 


Trp 








180 










185 










190 






Lys 


Ser 


Lys 


Asp 


Ala 


Asn 


Asp 


Ser 


Ser 


Phe 


Val 


Leu 


Phe 


Leu 


Phe 


Leu 






195 










200 










205 








Gly 


Cys 


Leu 


Val 


Val 


Pro 


Leu 


Gly 


Val 


He 


Ala 


His 


Cys 


Tyr 


Gly 


His 




210 










215 










220 










He 


Leu 


Tyr 


Ser 


He 


Arg 


Met 


Leu 


Arg 


Cys 


Val 


Glu 


Asp 


Leu 


Gin 


Thr 


225 










230 










235 










240 


He 


Gin 


Val 


He 


Lys 


He 


Leu 


Lys 


Tyr 


Glu 


Lys 


L Y S 


Leu 


Ala 


Lys 


Met 










245 










250 










255 




Cys 


Phe 


Leu 


Met 


He 


Phe 


Thr 


Phe 


Leu 


Val 


Cys 


Trp 


Met 


Pro 


Tyr 


He 






260 










265 










270 






Val 


He 


Cys 


Phe 


Leu 


Val 


Val 


Asn 


Gly 


His 


Gly 


His 


Leu 


Val 


Thr 


Pro 






275 










280 










285 








Thr 


He 


Ser 


He 


Val 


Ser 


Tyr 


Leu 


Phe 


Ala 


Lys 


Ser 


Asn 


Thr 


Val 


Tyr 




290 










295 










300 










Asn 


Pro 


Val 


He 


Tyr 


Val 


Phe 


Met 


He 


Arg 


Lys 


Phe 


Arg 


Arg 


Ser 


Leu 


305 










310 










315 










j,^ U 


Leu 


Gin 


Leu 


Leu 


Cys 


Leu 


Arg 


Leu 


Leu 


Arg 


Cys 


Gin 


Arg 


Pro 


Ala 


Lys 










325 










330 










335 




Asp 


Leu 


Pro 


Ala 


Ala 


Gly 


Ser 


Glu 


Met 


Gin 


He 


Arg 


Pro 


He 


Val 


Met 






340 










345 










350 






Ser 


Gin 


Lys 


Asp 


Gly Asp 


Arg 


Pro 


Lys 


Lys 


Lys 


Val 


Thr 


Phe 


Asn 


Ser 






355 










360 










365 








Ser 


Ser 


He 


He 


Phe 


He 


He 


Thr 


Ser 


Asp 


Glu 


Ser 


Leu 


Ser 


Val 


Asp 




370 










375 










380 










Asp 


Ser 


Asp 


Lys 


Thr 


Asn 


Gly 


Ser 


Lys 


Val 


Asp 


Val 


He 


Gin 


Val 


Arg 



385 390 395 400 

Pro Leu 



<210> 3 
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20351 



<211> 395 
<212> DNA 

<213> Homo sap i en (human) 
<400> 3 

taagtcagta gcataaaaac atgagcaagt acatctaatc acatctgaga atactaaaat 60 

ggatgtgtgg tttcatttct gcatttcatc ttagcagtaa atgtcaaaat gcatcatata 120 

tgcatttgtg actggaactc ttctcgaaga ggctgccgct aaacccgtcc cacacgcagc 180 

ccacggtgtc ccacacccag ccgttcctca ggcaggacac gaaggtaaag gtgaccccga 240 

agaggtacac agcaggtcgc tgaggctgat gttgaccagg aggaggtgag tgggagtgcg 3 00 

gagcgctgga acttgtagta gaggacgagc accagcaggt tgttgccgac gcccagcagc 3 60 

ccaatggagc ccagcagcag cgcaggccct cgtgc 3 95 

<210> 4 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 4 

cgggtaccat gtactcgggg aaccgca 27 

<210> 5 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 5 

gcgcggccgc acgggtattc cagacacttc 3 0 

<210> 6 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 6 

gcgcggccgc cccatctttc gttgccattc 30 

<210> 7 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 

<400> 7 
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20351 




caacaacctg ctggtgctcg tc 

<210> 8 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 8 

gctgggcgtc ggcaacaa 

<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 9 

caggcaggac acgaaggtaa 

<210> 10 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 10 

ggtcgctgag gctgatgttg ac 

<210> 11 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 11 

ggggatgtgc tgcaaggcga 

<210> 12 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 

<400> 12 



* 



22 



18 



20 



22 
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20351 



ccagggtttt cccagtcacg ac 

<210> 13 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 13 

cccaggcttt acactttatg cttcc 

<210> 14 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 14 

ttgtgtggaa ttgtgagcgg ataac 

<210> 15 
<211> 348 
<212> PRT 

<213> Homo sapien (human) 



<400> 15 



Met 


Asn 


Gly 


Thr 


Glu 


Gly 


Pro 


Asn 


Phe 


Tyr 


Val 


Pro 


Phe 


Ser 


Asn 


Ala 


1 






5 










10 










15 




Thr 


Gly 


Val 


Val 


Arg 


Ser 


Pro 


Phe 


Glu 


Tyr 


Pro 


Gin 


Tyr 


Tyr 


Leu 


Ala 






20 










25 










30 






Glu 


Pro 


Trp 


Gin 


Phe 


Ser 


Met 


Leu 


Ala 


Ala 


Tyr 


Met 


Phe 


Leu 


Leu 


He 






35 










40 










45 








Val 


Leu 


Gly 


Phe 


Pro 


He 


Asn 


Phe 


Leu 


Thr 


Leu 


Tyr 


Val 


Thr 


Val 


Gin 




50 










55 










60 










His 


Lys 


Lys 


Leu 


Arg 


Thr 


Pro 


Leu 


Asn 


Tyr 


He 


Leu 


Leu 


Asn 


Leu 


Ala 


65 






70 










75 










80 


Val 


Ala 


Asp 


Leu 


Phe 


Met 


Val 


Leu Gly 


Gly 


Phe 


Thr 


Ser 


Thr 


Leu 


Tyr 








85 










90 










95 




Thr 


Ser 


Leu 


His 


Gly 


Tyr 


Phe 


Val 


Phe 


Gly 


Pro 


Thr 


Gly 


Cys 


Asn 


Leu 








100 










105 










110 






Glu 


Gly 


Phe 


Phe 


Ala 


Thr 


Leu Gly Gly 


Glu 


He 


Ala 


Leu 


Trp 


Ser 


Leu 




115 










120 










125 








Val 


Val 


Leu 


Ala 


He 


Glu 


Arg 


Tyr 


Val 


Val 


Val 


Cys 


Lys 


Pro 


Met 


Ser 




130 










135 










140 










Asn 


Phe 


Arg 


Phe 


Gly 


Glu 


Asn 


His 


Ala 


He 


Met 


Gly 


Val 


Ala 


Phe 


Thr 


145 








150 










155 










160 


Trp 


Val 


Met 


Ala 


Leu 


Ala 


Cys 


Ala 


Ala 


Pro 


Pro 


Leu 


Ala 


Gly 


Trp 


Ser 








165 










170 










175 




Arg 


Tyr 


He 


Pro 


Glu 


Gly 


Leu 


Gin 


Cys 


Ser 


Cys 


Gly 


He 


Asp 


Tyr 


Tyr 




180 










185 










190 
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llir 


Leu 


Lys 


Fro 


(jIU 


TT- T 

vai 


Asn 


Asn 


Glu Ser Phe 


Val 


He 


Tyr 


Met 


Phe 






1 QC 










a n 
2 0 0 






205 






vax 


vai 


lilS 


rfle 


Tnr 


He 


Pro 


Met 


He He He 


Phe 


Phe 


Cys 


Tyr 


Gly 




2 l u 










215 






220 










um 


Leu 




Fne 


Tnr 


vai 


Lys 


Glu 


Ala Ala Ala 


Gin 


Gin 


Gin 


Glu 


Ser 


*5 *5 C 










*"> O rt 

23 0 






235 










240 


AJ. 3. 


III IT 


rpl_ _ 

inr 


i?in 


Lys 


Ala 


Glu 


Lys 


Glu Val Thr 


Arg 


Met 


Val 


He 


lie 


















250 








255 




Met 


vai 


lie 


TV 1 -» 


pne 


Leu 


He 


Cys 


Trp Val Pro 


Tyr 


Ala 


Ser 


Val 


Ala 








*5 ^ n 
zbU 










265 






270 






Pne 


Tyr 


He 


Pne 


Thr 


His 


Gin Gly Ser Asn Phe 


Gly 


Pro 


He 


Phe 


Met 






275 










280 






285 








Thr 


He 


Pro 


Ala 


Phe 


Phe 


Ala 


Lys 


Ser Ala Ala 


He 


Tyr 


Asn 


Pro 


Val 




290 










295 






300 










He 


Tyr 


He 


Met 


Met 


Asn 


Lys 


Gin 


Phe Arg Asn 


Cys 


Met 


Leu 


Thr 


Thr 


305 










310 






315 










320 


He 


Cys 


Cys 


Gly 


Lys 


Asn 


Pro 


Leu 


Gly Asp Asp 


Glu 


Ala 


Ser 


Ala 


Thr 










325 








330 








335 




Val 


Ser 


Lys 


Thr 


Glu 


Thr 


Ser 


Gin 


Val Ala Pro 


Ala 











340 345 
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